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Fig. S1 Detailed view of Figure 1, showing the phylogenetic analysis of the subfamily Myrmicinae and the placement of 
 Unicumyrmex fushanensis gen.n. et sp.n. The support values are annotated at the nodes as SH-aLRT/UFBoot.
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Fig. S2 Maximum likelihood (ML) phylogeny of the subfamily Myrmicinae and the placement of Unicumyrmex 
 fushanensis gen.n. et sp.n., reconstructed using IQ-TREE and the cytochrome c oxidase subunit I (cox1) gene. 
 The analysis used all three codon positions of the longest cox1 sequence from each of the 101 genera obtained 
 from the BOLD System, with a final alignment of 1,626 bp. Unicumyrmex fushanensis gen.n. et sp.n. is marked in red. 
 The support values are annotated at the nodes as SH-aLRT/UFBoot.
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Fig. S3 Maximum likelihood (ML) phylogeny of the subfamily Myrmicinae and the placement of Unicumyrmex 
 fushanensis gen.n. et sp.n., reconstructed using IQ-TREE and the cytochrome c oxidase subunit I (cox1) gene. 
 The analysis used used the first and second codon positions of the longest cox1 sequence from each of the 101 genera 
 obtained from the BOLD System, with a final alignment of 1,626 bp. Unicumyrmex fushanensis gen.n. et sp.n. is marked in red. 
 The support values are annotated at the nodes as SH-aLRT/UFBoot.



List S1: List of cytochrome c oxidase I (cox1) sequences before filtering. (separate .txt file) 

 

List S2: List of cytochrome c oxidase I (cox1) sequences after filtering. (separate .txt file)  
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